The main molecule of the title compound, C 2 H 8 N + Á-C 25 H 31 O 5 À ÁC 25 H 32 O 5 Á0.5C 6 H 14 ÁH 2 O, exists as two crystallographically independent molecules, the hydroxy group of one being deprotonated. The pyran rings of both independent units adopt boat conformations. One of the two cyclohexene rings of the xanthene unit adopts an envelope conformation whereas the other is in a half-chair conformation. The cyclohexene ring attached to the xanthene unit adopts an envelope conformation. The n-hexane solvent molecule is disordered about a crystallographic glide plane and the symmetry-independent components are again disordered over two positions, each with an occupancy of 0.25. In the crystal structure, the xanthene derivatives are linked by O-HÁ Á ÁO, N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds, forming a threedimensional network with channels along the a axis. The dimethylammonium cations and water molecules lie in small channels and are linked to the framework via O-H.ÁO and N-HÁ Á ÁO hydrogen bonds. The n-hexane solvent molecules occupy large channels.
Related literature
For general background and the preparation and applications of the title compound, see: Ashry et al. (2006) ; Rubinov et al. (1999) ; Saitoh et al. (2006) . For ring conformations, see : Cremer & Pople (1975) . For related structures, see: Jeyakanthan et al. (1999) ; Odabaşog lu et al. (2008) . For the stability of the temperature controller used for the data collection, see: Cosier & Glazer (1986) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ) . 
Data collection: APEX2 (Bruker, 2009) 5,5-dimethyl-3-oxo-2-(3,3,6,6-tetramethyl-1,8-dioxo-2,3,4,5,6,7,8,9 -octahydro-1H-xanthen-9-yl)cyclohex-1-enolate 9-(2-hydroxy-4,4-dimethyl-6-oxocyclohex-1-enyl)-3, 3,6,6-tetramethyl-3,4,5,6,7,9-hexahydro-1H-xanthene-1,8 (Saitoh et al., 2006) and these compounds are useful precursors of antibiotics and anticancer agents (Rubinov et al., 1999) . Dimedone can also be further elaborated by condensing with 2-formyldimedone or triethyl orthoformate to form xanthene derivatives (Ashry et al., 2006) . As part of an ongoing study on such compounds, in this paper, we present the crystal structure of the title compound.
The asymmetric unit of the title compound ( Fig. 1 ) comprises of two crystallographically independent 9-(2-hydroxy-4,4-dimethyl-6-oxocyclohex-1-enyl)-3, 3,6,6-tetramethyl-3,4,5,6,7,9-hexahydro-1H-xanthene-1,8(2H) -dione molecules, a dimethylammonia molecule, a partially occupied n-hexane solvent molecule and a water molecule. A proton is transferred from the atom O5A of hydroxy group in molecule A to the dimethylammonia molecule resulted in the formation of ions. (Jeyakanthan et al., 1999; Odabaşoğlu et al., 2008) .
In the crystal structure (Fig. 2) , the n-hexane solvent molecule is not involved in intermolecular hydrogen bonding. All the other molecules and ions are linked by intermolecular O5B-H5OB···O5A, O1W-H2W1···O4A, N1-H2N1···O1W, C4B-H4C···O2A, C12A-H12B···O3A, C12B-H12C···O3B, C18A-H18A···O5B, C26-H26C···O4B and C27-H27B···O3B hydrogen bonds (Table 1) into three-dimensional supramolecular network such that n-hexane molecules are surrounded by these ions and molecules.
The title compound (Ashry et al., 2006) was obtained as a side product by refluxing a solution of dimethylformamide dimethylacetal (10 ml, 73.0 mmol) with 5,5-dimethylcyclohexane-1,3-dione (10.0 g, 71.4 mmol) in 1,2-dimethoxyethane (70 ml) for 2 h. The solution was evaporated in vacuo to yield a crude material. Good quality single crystals were obtained by recrystallization from EtOAc/Hexane (1:1).
sup-2 Refinement
The n-hexane solvent molecule is disordered over two positions each with an occupancy of 0.25; all atoms refined isotropically. The 1-2 and 1-3 C-C distances in the disordered components were restrained to 1.52 (1) and 2.50 (1) Å, respectively. H atoms bound to O1W and N1 were located in a difference Fourier map and then constrained to ride with the parent atom with U iso (H) = 1.5U eq (O) and 1.2 U eq (N). The remaining H atoms were placed in the calculated positions (C-H = 0.96-0.98 Å) and refined using a riding model with U iso (H) = 1.2 or 1.5 U eq (C). A rotating group model was used for the hydroxy and non-disordered methyl groups. Reflections 011 and 020 were omitted as their intensities were affected by the beam backstop. In the absence of significant anomalous dispersion, 4774 Friedel pairs were merged for the final refinement.
Figures Fig. 1 . The asymmetric unit of the title compound, showing the atomic numbering scheme. Displacement ellipsoids are drawn at the 30% probability level. For clarity, n-hexane and water molecule are not shown. Dimethylammonium 5,5-dimethyl-3-oxo-2- (3,3,6,6-tetramethyl-1,8-dioxo-2,3,4,5,6,7,8,9 -\ octahydro-1H-xanthen-9-yl)cyclohex-1-enolate 9-(2-hydroxy-4,4-dimethyl-6-oxocyclohex-1-enyl)-3,3,6,6-tetramethyl-\ 3,4,5,6,7,9-hexahydro-1H-xanthene-1,8(2H)-dione n-hexane hemisolvate monohydrate 
Crystal data

Special details
Experimental. The crystal was placed in the cold stream of an Oxford Cyrosystems Cobra open-flow nitrogen cryostat (Cosier & Glazer, 1986 ) operating at 100.0 (1)K.
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (7) −0.0009 (7) 0.0009 (7 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
